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Abstract of Thesis:

A total of 676 samples were collected from various hospitals in Basrah province included clinical specimens(urine
,blood ,stool,nasal swabs ,throat swabs ,ear swabs), hospitals environment swabs(beds,tables,ground) and milk
powder of children.All isolates were subjected to the cultural, microscopical ,biochemical examination.170
isolates were identified by traditional biochemical tests as Enterobacter spp.

Vitek 2 compact system used for confirmatory identification of bacterial isolates .A total of 153 bacterial isolates
were diagnosed as Enterobacter (67 isolates E. aerogenes,65 isolates E. cloacae complex,11 isolates E. cloacae
subsp cloacae ,4 isolates E. cloacae subsp dissolvens ,4 isolates E. sakazakii,1 isolate E. hormaechei and 1 isolate
E. asburiae. Enterobacter spp. were screened for their antibiotic resistance,the results showed that the most
resistant antibiotic was ceftazidime with percentage (100%). A numerical classification study was carried out on
153 strains of Enterobacter using 64 unit characters. Eighty four of Enterobacter spp.were identified by
traditional characteristics and Vitek 2 compact system were subjected to genetic identification by Polymerase
chain reaction (PCR) technique; through which the 16SrDNA gene of 1500 bp was amplified, and sequenced after
extracted genomic DNA by ExiPrepTM 16 fully automated nucleic acid extraction system(Bioneer). Thirty five
bacterial isolates were reported as new global strains because these isolates have different mutation according to
their sequence compared with their reference strains, and published by the European Nucleotide Archive (ENA)
and National Center for Biotechnology Information (NCBI).




