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 . انًعسونت يٍ يظبدر يخخهفت يٍ يطخشفٍبث انبظرةEnterobacter Sppـ انخظٍُف انًظهري واندًٍُ ن

يطحبث يٍ  يطحبث يٍ الاَف، خروج، دو، )ادرار، عٍُّ يٍ يطخشفٍبث  يخخهفت فً يحبفظت انبظرة حضًُج عٍُبث ضرٌرٌت 676حى خًع 

اخضعج خًٍع انعسلاث نهفحض  وعٍُبث يٍ حهٍب الاطفبل. )الأضرِ،انًُظذاث،والأرضٍت( عٍُبث يٍ بٍئت انًطخشفى انحُدرة،يطحبث يٍ الارٌ(،

 بىاضطت الاخخببراث انكًٍىحٍىٌت انخقهٍذٌت. .Enterobacter sppعسنت نهدُص  170شخظج  ىي.انكًٍىحٍ انسرعً،انًدهري،

عسنت  Enterobacter spp.( 67عسنت  153نهخشخٍض انخأكٍذي نهعسلاث انبكخرٌت ،حٍث شخظج  Vitek2compact systemحى اضخخذاو

E.aerogenes،65 عسنتE.cloacae complex،11 عسنتE.cloacae subsp cloacae.،4  عسلاثE.cloacae subsp dissolvens،4 

. عهى يقبويت انًضبداث انحٍىٌت حٍث Enterobacter spp(. اخخبرث قذرة   E.asburiaeعسنتE.hormaechei ،1عسنتE.sakazakii ،1عسلاث

ضلانت يٍ    153%. اخري انخظٍُف انعذدي ل 100بُطبت  Ceftazidimeاظهرث انُخبئح بأٌ انًضبد انحٍىي الاكثر يقبوو يٍ قبم انعسلاث كبٌ 

Enterobacter عسنت يٍ  84طفت خضعج 64بأضخخذاوEnterobacter انًشخظت بىاضطت انظفبث انخقهٍذٌت وVitek2 compact system 

زوج  1500فً انًىقع 16SrDNA(انخً يٍ خلانهب حى حضخٍى اندٍٍ PCR)polymerase chain reactionنهخشخٍض اندًٍُ بىاضطت حقٍُت 

 ExiPrepTM 16 fully automated nucleic acid extractionبىاضطت  DNAقبعذي وحى ححذٌذ حخببعّ بعذ اضخلاص انًبدة انىراثٍت 

system(Bioneerوضدهج خًطت وثلاثىٌ  عسنت كطلالاث عبنًٍت خذٌذة َخٍدت لايخلاكهب طفراث وراثٍت يخخهفت فً انقىاعذ انُخروخٍٍُت ن .) ٍٍ16دS 

rDNA  ًوَشرث فً انبُك اندًٍُ انعبنًً وانبُك الاوربNational Center for Biotechnology Information (NCBI) and European 

Nucleotide Archive (ENA) 

 

Phenotypic and Genotypic Classification of Enterobacter Spp.Isolated from Different Sources 

of Basrah Hospitals 

A total of 676 samples were collected from various hospitals in Basrah province included clinical specimens(urine 

,blood ,stool,nasal swabs ,throat swabs ,ear swabs), hospitals environment swabs(beds,tables,ground) and milk 

powder of children.All isolates were subjected to the cultural, microscopical ,biochemical examination.170 

isolates were identified by traditional biochemical tests as Enterobacter spp. 

Vitek 2 compact system used for confirmatory identification of bacterial isolates .A total of 153 bacterial isolates 

were diagnosed as Enterobacter (67 isolates E. aerogenes,65 isolates E. cloacae complex,11 isolates E. cloacae 

subsp cloacae ,4 isolates E. cloacae subsp dissolvens ,4 isolates E. sakazakii,1 isolate E. hormaechei and 1 isolate 

E. asburiae. Enterobacter spp. were screened for their antibiotic resistance,the results  showed that the most 

resistant antibiotic was ceftazidime with percentage (100%). A numerical classification study was carried out on 

153 strains of Enterobacter using 64 unit characters. Eighty four of Enterobacter spp.were identified by 

traditional characteristics and Vitek 2 compact system were subjected to genetic identification by Polymerase 

chain reaction (PCR) technique; through which the 16SrDNA gene of 1500 bp was amplified, and sequenced after 

extracted genomic DNA by ExiPrepTM 16 fully automated nucleic acid extraction system(Bioneer). Thirty five 

bacterial isolates were reported as new global strains because these isolates have different mutation according to 

their sequence compared with their reference strains, and published by the European Nucleotide Archive (ENA) 

and National Center for Biotechnology Information (NCBI). 


